Supplementary Figure 1 . Sequencing data for tandem dimers. A) Unique pairs isolated from PAK1 tandem library. B) Unique pairs isolated from COPS5 tandem library. Motifs were grouped together if they contained at least two conserved residues within the 10 randomized positions in both loops. The letter "X" denotes a position with non-conserved residues. Distinct motifs are denoted by fill color.
Supplementary Figure 2 . Controls for sandwich ELISA of Figure 6 . The ELISA data shown in Figure 6 included the control for target specificity (Light grey bar of figure 6B ). For completeness, we also tested each pair in Sandwich format using an unrelated FN3 for capture or an unrelated FN3 displayed on phage for detection. The "phage positive control" was not in Sandwich format but was performed by directly coating the target protein on the ELISA plate and detected with the intended detection FN3. The assay showed that all three selected pairs shown in Figure 6 did not pair with an unrelated capture or detection FN3 in Sandwich ELISA.
